2020 2zfel EAlstad x| =28 HI273 /1= (2020, 5)

Search
2 o}
& Axe dueE 2L sAste mdo]
8
1. N2
, RS
ol A k.

Data Scaler(DS),
GA RS
o= T8 = =
Classification GA RS
Data Rebalancing(DR)

2 4 ok
=
Grid Search

; 2. &
RS < 1>
ol

o2

. GA ,
RS 5%

- 494 -

GA



2020 222l EAlste L EN 3| =

27 ®273 H[15 (2020, 5)

< 1>
Processing | Algorithm Remarks
Adaptive Synthetic
SVM SMOTE
E?v?dom SMOTE e
eans SMOTE P
DR Borderline SMOTE B aﬁ;ﬂ]g
Condensed Nearest Neighbour 0.75-1.00 =74
Edited Nearest Neighbour
NearMiss
StandardScaler
DS MinMaxScaler
Normalizer
PCA
Truncated SVD 71E 944 dolH
FC Feature Agglomeration A719 10% &
Gaussian Random Projection 2-370 AA
Sparse Random Projection
FS Variance Threshold
MLP
KNN
ML SVM
DT
RF
= ey g 24890 AL
2a2 Agatar
3. EfAl
3.1. RS
DR, DS, FC, FS
3.2. GA
< 1> GA
T-Test
ML
Wy e A gaen
RS
T-Test

p-value 0.05

, mse
sl, Th2 sl E s22 ARg3ht)

4. A A5

Generate p initial chromosomes;
fori—1tog

Select two chromosomes s1, s2;

of fspring « Crossover(s1,s2);

of fspring « Mutation(of fspring);

ifworst.mse < of fspring.mse
continue;

elseif s2.mse < of fspring.mse
worst « of fspring;

else
s2 « of fspring;

return best chromosome in population;

Remove low performance model group by t-test result;
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Learning Repository ol A

EBEE
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42 24 Z3
5 ML 50
, 950 . RS
5 RS
sheit.
(mse) GA
< 2>
Top 3
M oAl
Data Input | Output Type
Cardiotocography(FIIR Pattern) .
21 10 Classification
(CTGP)L3]
Cardiotocography(Fatal ~ State) o
21 3 Classification
(CTGS)I3]
Wireless  Indoor  Localization L
7 4 Classification
(WIL)[3]
Steel Plates Faults (SPF)[3] 27 7 Classification
Combined Cycle Power Plant .
4 1 Regression
(CCPP)[3]
Airfoil Self Noise (ASN)[3] 5 1 Regression
QSAR Aquatic Toxicity .
8 1 Regression
(QAT)I3]
QSAR Fish Toxicity (QFT)[3] 6 1 Regression
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2o < 4> GA
q " MLP | KNN | SVM | DT | RF
al 14 119 129 128 CTGP | 69 54 5 | 791
3 CTGS | 41 68 59 42 790
z WIL 27 | 382 | 1M % | 394
m SPF 98 107 | 131 31 633
e CCPP | 36 29 40 37 858
Bl AFN 53 36 55 64 792
= QAT | 137 | 215 | 2w 27 %67
GA RS MLP KNN SVM DT RF QFT 47 42 813 40 58
H=
e GA RS
RF  WIL, ASN, QFT - RF
mse , QFT
QFT
ML RS GA .
ASN  WIL
, QFT GA GA
. e
e e g o] B es,
SVM(GA 28%
xnas
ek},
do] Mely 3¢5 YeEldy. CTGP, CTGS, SPF,
CCPP, QFT GA
2007
https://archive.ic
o s.uci.edu/ml/index.php

<& 3> dloJEol] w& 45 TOP 3

TOP 1 TOP 2 TOP 3
CTGP RF GA RS
CTGS RF RS GA
WIL SVM KNN RF
SPF RF RS GA
CCPP RF GA RS
ASN MLP RF RS
QAT RF SVM GA
QFT GA RS SVM
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